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Hands-on experience with PeanutBase 
 
Goal: Identify potential peanut genes involved in abiotic stress using PeanutBase 
 
Activity: The FASTA sequences given on page 2 and 3 are of two soybean transcripts 
that are associated with dehydration and salt stress (BMC Genomics 2014, 15:950). Use 
each of these sequences and report the following details: 
 
 
1. Corresponding gene in peanut (Orthologous gene) 
Hint: Use BLAT (under Browse & Search) and genome browser 
 
 
2. Location (chromosome number, and start and end coordinates) of peanut gene 
Hint: Use genome browser 
 
 
3. Identify molecular marker(s) flanking the peanut gene 
Hint: Use genome browser 
 
 
4. Use the peanut gene and trace its gene family 
Hint: Use “Gene Search” under “Browse and Search” 
 
 
5. Use the gene family results, and report the Arabidopsis gene(s) in the same clade as of 
the peanut gene 
 
 
6. Click on Arabidopsis gene(s) in the same clade as of the peanut gene (links to 
ThaleMine), and report the Arabidopsis gene function and tissue(s) with maximum gene 
expression.  
 
 
7. Annotate the peanut gene based on soybean and Arabidopsis gene functions. 
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FASTA sequences of soybean transcripts 
 
>Glyma.16g021000 
CAGGACCAATGAGTTTTGGATATAAAGCCAACAATTGGGGACTTCACTCTGACCACCAT
GATAGGAACTCCAATAAGCAAAAGCCAATTGATACGTGCATATCACAAAAACTACTCTT
ACACACCAAAAAAATCCTCTATCACCAAACTCACCTATACCCTCAAACTCAAGGCCCTA
TAGTCCAAGCAAGTGAGTGAGTGTTACAACTTACACAGCATGGAATATAGTCAATATAC
TACTTATTCAGCAGAAGGTGTTGAGGCAGAAACTTACACAAGTAGCTGCACCACCCCAT
CAAGATCAAAGAAGAGAAACAACAACAACACAAGAAGGTTCAGTGATGAACAAATCAAA
TCATTGGAGACCATGTTTGAGTCAGAGACAAGGCTTGAGCCTAGAAAGAAGTTGCAGCT
TGCAAGAGAGCTTGGATTGCAGCCAAGGCAAGTTGCTATATGGTTTCAGAACAAGAGGG
CTAGATGGAAGTCAAAGCAACTTGAGAGAGACTATGGCATACTCCAATCCAATTATAAC
ACTTTGGCTTCACGTTTTGAAGCTCTGAAGAAGGAAAAACAAACATTACTAATTCAGTT
GCAGAAGCTGAATCATCTAATGCAGAAGCCAATGGAGCCAAGTCAGAGATGCACACAAG
TTGAAGCAGCAAACAGCATGGACAGTGAATCAGAAAATGGAGGCACCATGAAATGTAAA
GCTGAGGGAAAGCCAAGCCCATCATCATTGGAAAGATCAGAACATGTACTTGGTGTTCT
GTCTGATGATGACACTAGCATAAAGGTGGAAGACTTTAACCTAGAAGATGAACATGGCC
TTCTGAATTTTGTTGAGCATGCTGATGGTTCCTTGACTTCACCAGAAGATTGGAGTGCT
TTTGAATCCAATGATCTATTTGGCCAATCAACCACTGATGATTACCAATGGTGGGACTT
CTGGTCCTGAATGAAACAGAATAACCAAAATTTTGTGGAGGAAATATATATATATATAT
ATATATATATATATATATATATATATATATATATATATATATATATATGATGAATGCTT
CATGTTTGGTTCCACTTTGGCGACTTGATTCGATAATTGGGTAGCAATTAGTTATAGCT
TCCATGTTTTTAAGCAAAAAGCGATGCAATTTTTTTTATTAATAACGAGTTTCCAAACA
CCTAAATCAATAATTAAGAGAACATCATTAAGCACCACCTAAGATAAACGCAGAATTAA
AAAATATTTCTTACATGAAAGATGTGTGTTATGTCTGGCTATTAGTTATCATCAATTCC
ACAAATTTCTGTGGAAAACCAAACTGTACTTACACTTTAAAAGGAAAAAAAAAATCTCA
AATCTGAAAGAAGAGATTTTATTAATAACAAGTTCACAGAGGTTCATTGCTACATCTTT
ATAATTAAAGCTGTATGTTTGGCTTTCTTATGGCAACCGAAACATAAAAAGTTCACACT
AACAGGTATCCAACATGAAGGGCCAAGACGTGCCCCACTCCACATTATTATGGTGGTGA
CACAAACTATAAAATAAGCATTTGAATTAATGAAAAGCAGCTACCACAAGTATGGTGTT
CATTGCCTATGAAAATTGATGACCAAATTGGAGCCAAATATGGCTATTCCAAAATTTAA
ATAATATTCAAAATAAGACCTAGACTGTTTAATTTCATGCAAATATAAATTCCATTCGT
CCTGTGAAATAGAAGCAAGTTGTTCAATGATTATATCAAACTAGGAAATCCTCTTCACA
CTTTCAGAGCATAACCGTTCCAAGAAATAGAATTAACA 
 
 
 
 
 
 
 
 
 
 
 
 
 



	
   3	
  

>Glyma.01g041700 
GAAACACCTTTGTCCAGGCTTTCCCCAATCTCACAACCAGAACCAAGGCTCCCAATATA
ACCCCATCAAAGTTCCCCACCACAGAGAAGAATCTCTCTTTATTTCTTTCACTCTCTCA
GAACCAAAATTTTCCAAACTCCTCAACTCTCATCAGATATCAACCTTCTCTCTCTCCAA
ACTCTCGCACCTTTCTGCTCTGCCCTTCAATTTATTCACCTCTGACACCCTCTTAATTC
TGCTTCCAGTTCCTCTGAGTGGTGAGTATGATCTCTTCTCACTCCCACAATTCCCACAT
TATAGTAATCCTCATCACCTGCTTATTTCGTCATAAATTCTAGATCAAACTCCACACCC
TGATCCTCCCTTTTACTTCTTATGGAGCATGTATCAACTCAAATGAATAACATGACCCT
TTAGTCTAAGAATAAGAAAAACACACACACACACACACGCACAACACACTTCAAAGTCC
AAAGTCCACACCAACCCACCAAAAAGTCTTGTTCCCATGGCGAGTGGCAAGCTTTATGC
TGGTTCAAACATGTCACTTCTCCTCCAAAACGAAAGGCTCCCTTGCTCCTCTGAAGTCC
TTGAGTCTCTTTGGGCTCACACCTCTAACCCTGCTTCCTTCCAAGGTTCAAAATCCGTG
GTTGATTTTGAGAATGTTAATGGGAGCAGGGTGACGGATAGGCCCTTTTTTCAAGCGTT
GGAGAAAGAAGAGAACTGTGATGAGGATTACGAGGGGTGTTTCCATCAACCGGGGAAGA
AAAGGAGGCTCACAAGCGAACAAGTTCAGTTCCTTGAAAGGAACTTTGAGGTAGAGAAC
AAGCTTGAACCCGAAAGGAAGGTCCAACTTGCAAAAGAGCTTGGCTTGCAGCCAAGGCA
AGTTGCTATATGGTTCCAAAACCGAAGAGCAAGGTTCAAGACCAAGCAGCTAGAAAAAG
ACTATGGCGTGTTGAAAGCTAGTTATGATAGGCTCAAAGGTGACTATGAAAGTCTTGTT
CAAGAGAATGACAAGTTAAAAGCAGAGGTGAATTCTCTGGAGAGCAAATTGATTCTTAG
AGATAAAGAGAAGGAGGAGAATTCGGATGACAAGTCATCTCCTGATGATGCTGTCAATT
CTTCACCCCACAACAACAAGGAGCCTATTATGGATTTATTAATTTCAAAAAATGCAACA
ACATCTGAAAATGGAACCGAAGTGTCAACACTCCCACTCCCTATTATGGTAACATGCAA
GCAAGAAGATGCCAATTCAGCCAAAAGTGATGTGCTTGATTCGGATAGCCCACATTGCA
CTGATTATGGGAACCACCCTTCCTCATTCGTGGAGCCTGCTGATTCCTCTCATGCCTTT
GAACCAGAAGACCACTCAGAAGACTTCTCACAAGATGAAGAGGATAACCTTAGTGAAAA
CTTTTTGACCCTCCCTTCTTCTTGTTGCTTACCTAAGGTTGAAGAACCCTGCTATGATG
ACCCTCCAGAAAACTCTTGTAATTTTGGCTTCCATGTTGAGGATCAAACCTTCTGTTTC
TGGCCCTACTGAACCAACCAACCAACCAACCGCTTCCAATGTTATAAAAACTTCGCAGT
TGTAACCATGTACTAGAAATCAATAAAAATGGTATTGTTACTTCTACTAAGGAATAAAA
ATCAGAAGGCTAATGCAATGCATCATGCTATCATCACTGGTGGTGTTAATAGTTAGCAG
TGAAAGTGTAACACAATGTTACTACTAGCTAAAATTCAAAAACTTGGTTCAGGTGTGCG
CGTAGGTATCCCAAAATTTCAGGTGGGGTACAGCAACCAATCGTTGTTTTACTTTCGGA
TGTGGAAAATGGAAACCCTGTTTTCTCTTTCTCTCTGCACTCCTCTGGATCACACCGTT
GTTTTACTCATGTATTAGGAAGACCCTTTCATCATGATTCACCTGTCCTCACTGCTCAG
CATAAAGTTACAGTTTTATATGCGTCCCAGTAATCATTAGAGTCATCATAGCAACCAGA
GTTTGAGTAGATTAAATAAGATCTCACATTCAAATTTTCCTGTTGTTATTGGACACTGA
GAAAAACTTGTGTCTAAGTTGATGATGATTATGTAAGAAATATTTGGCATATTTTAATG
AAATTGAAAAACTAAATAAAAGGAATGAATTATTAGTAATTAATAT 


